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Figure 1 
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Figure 2 
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Figure 3 



1 ATGCTAATCACTGAAAGAAAACATTTTCGGTCAGGAAGAATTGCACAAAGTATGTCTGAAGCAAATTTGATTGACATGGAAGCTGGAAAACTCTCA^ 

MLITERKHFRSGRIAQSMSEANLIDMEAGKLSKSCN1TEC 

NPF NPF 

121 CAGGACCCAGACTTGCTTCACAATTGGCCGGATGCTTTCACCCTTCGTGGTAATAATGCTT^^ 

QDPDLLHNKPDAFTLRGNNASKVA ^ W N 0 L S A S N_' : _P_JF L D D 

241 ATAACTCAACTAAGAAATAACAGGAAGAGAAATAATATTTCCATCTTAAAGGAAGATCCTTTTCTTTTCTGTAGAGAAATAGAAAATGGAAATTCTTTTGAT 

I TQLRNNRKRNNI S I LKEDPFLFCREI E'NGNSFDSSGDE L 

361 GATGTGCATCAGTTACTTAGGCAGACTTCCTCAAGAAATTCTGGAAGATCTAAAAGTGTTTCAGAACTTCTGGACATTTTAGACGACACAGCACATGCCCATCAGAGTATACATAACTCT 
DVHQLLRQTSSRNSGRSKSVSELLDI LDDTAHAHQS I HNS 

4 81 GACCAGATCCTACTACACGACTTAGAGTGGCTTAAAAATGATCGGGAGGCTTATAAAATGGCTTGGTTAAGTCAACGCCAGCTGGCCCGCTCCTGCCTTGATTTGAATA.CAATTAGTCAG 
DOI LLHDLEWLKNDREAYKMAWLSQRQLARSCLDLNTI SO 

601 AGCCCTGGATGGGCCCAGACACAACTTGCGGAGGTCACCATAGCTTGCAAAGTAAACCATCAAGGAGGGTCAGTACAATTACCTGAATCAGACATCACTGTTCATGTGCCCCAAGGTCAT 
S PGWAQTQLAEVT IACKVNHQGGSVQLPESDI TYHVPQGH 

721 GTGGCTGTGGGAGAATTCCAAGAGGTGTCTCTAAGGGCTTTCCTTGATCCGCCACACATGCTTAACCATGATCTTTCGTGCACTGTGAGCCCGTTGTTGGAAATCATGTTAGGCAACCTC 
VAVGEFQEVSLRAFLDPPHMLNHDLSCTVSPLLEIMLGNL 

841 AATACAATGGAAGCCCTTTTGCTGGAGATGAAAATTGGGGCTGAAGTAAGAAAGGATCCTTTCAGCCAAGTCATGACAGAAATGGTGTGTTTACACAGCTTGGGTAAAGAAGGCCCTTTT 
NTMEALLLEMKIGAEVRKDPFSQVMTEMVCLHS LGKEGP F 

961 AAAG T T T TAAGC AAC TGC TACAT T TATAAAGACACCATCCAAGTC AAGC TAATC GAC T TGAGTCAGGTAATG TATCTAG TGGT TGC T GCAC AAGCTAAAGCT CT TCCGT CACC AGC TGCC 
KVLSNCYIYKDTIQVKLIDLSQVMYLVVAAQAKALPSPAA 

1061 ACCATTTGGGATTATATCCACAAAACCACCTCAATTGGAATTTATGGACCCAAATATATCCATCCCAGTTTTACTGTTGTTTTAACAGTTTGTGGACACAATTATATGCCAGGACAGCTT 
TIWDYIHKTTSIGIYGPKYIHPSFTVVLTVCGHNYMPGQL 

1201 ACAATTTCTGATATTAAGAAGGGTGGAAAAAACATATCTCCAGTTGTGTTTCAGCTCTGGGGGAAGCAGTCATTTTTACTTGACAAGCCACAAGATTTAAGTATTTCTATTTTTTCCTGT 
TISDIKKGGKNI S PVVFQLWGKQSFLLDKPQDLS I S I FSC 

1321 GATCCTGAT TTTGAAG TAAAGACAGAAGGAGAAAGGAAAGAAAT TAAAC AAAAGCAG T TGGAAGCAGGTGAAGT AGTTC ATCAACAATTTT TAT T T TC TT TAG T TGAGCACAGAGAGATG 
DPDFEVKTEGERKE I KQKQLEAGEVVHQQFLFS LVEHREM 

1441 CACTTGTTTGATTTTTGTGTTCAAGTGGAGCCTCCCAATGGTGAACCAGTTGCACAGTTCTCTATCACTACTCCTGATCCAACCCCAAACCTAAAAAGACTCTCGAATCTGCCAGGCTAT 
HLFDFCVQVE PPNGEPVAQFS I TTPDPTPNLKRLSNLPGY 



PXXP 




1801 ^fS^^ 

1921 CTGCCTTTAAAAAAATTGACTTATATCTACTCAGTTGTATTAACCTTGGTGTCAGAA 

LPLKKLTY I Y S V V L T L V S E KV Y D W K V L _ A JD V L G_ f"s H L S L E D 

Y 

2 041 TTTGATCAAATTCAAGCAGACjSjji^ 

F D Q I Q A D K^/Et „-'s 'yfs, K .V^S,^ KzT" v I KKLKEDCHTERNTRKFLYEL I VA 

2161 CTTCTGAAAATGGATTGCCAAGAGTTAGTCGCACGTCTCATCCAAGAAGCTGCTGTTCTGACTTCAGCTGTCAAGCTTGGAAAAGGCTGGAGGGAACTAGCTGAAAAGTTAGTACGACTC 
LLKMDCQELVARLIQEAAVLTSAVKLGKGWRELAEKLVRL 

Y 

2281 ACAAAGCAACAAATGGAGGCATATGAAATTCCTCATCGAGGAAACACTGGAGATGTTGCTGTTGAGATGATGTGG|2^ 

TKQQMEAYEI PHRGNTGDVAVEMMW T W S A H Y G 

2401 AATAACTACAGAGATGTGTTACAAGACCTTCAGTCAGCTTTGGACAGAATGAAAAACCCTGTGACTAAACACTGGAGAGAATTAACTGGAGTTTTAATACTAGTAAATTCTTTGGAGGTT 
NNYRDVLQDLQSALDRMKNPVTKHWRELTGVLI LVNS LEV 

2521 T TGAGAGTAACTGCAT TCTCCAC T T CTGAGGAAGTATAG 
LRVTAFSTSEEV* 
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Figure 4 
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Figure 5 
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